Input file T198SHVEM1; Output File T198sHVEMl .pat 
Sequence length 1929 



GTCGACCCACGCGTCCGCTCGGCTTTGCCTGGACAGCTCCTGCCTCCCGCAGGGCCCACCTGTGTCCCCCAGCGCCGCT 79 
CCACCCAGCAGGCCTGAGCCCCTCTCTGCTGCCAGACACCCCCTGCTGCCCACTCTCCTGCTGCTCGGGTTCTGAGGCA 158 
CAGCTTGTCACACCGAGGCGGATTCTCTTTCTCTTTCTCTTTCTCTTCTGGCCCACAGCCGCAGCAATGGCGCTGAGTT 237 

CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGC ATG GAG CCT CCT GGA 311 

I^WGPPPWRSTPRTDVLRLVL 25 
GAG TGG GGG CCT CCT CCC TGG AGA TCC ACC CCC AGA ACC GAC GTC TTG AGG CTG GTG CTG 371 

Y^I'FLGAPCYAPALPSCKED 45 
TAT CTC ACC TTC CTG GGA GCC CCC TGC TAC GCC CCA GCT CTG CCG TCC TGC AAG GAG GAC 431 

^^PVGSECCPKCSPGYRVKE 65 
GAG TAC CCA GTG GGC TCC GAG TGC TGC CCC AAG TGC AGT CCA GGT TAT CGT GTG AAG GAG 491 

ACGELTGTVCEPCPPGTYIA 85 
GCC TGC GGG GAG CTG ACG GGC ACA GTG TGT GAA CCC TGC CCT CCA GGC ACC TAC ATT GCC 551 

HLNGLSKCLQCQMCDPAMGL105 
CAC CTC AAT GGC CTA AGC AAG TGT CTG CAG TGC CAA ATG TGT GAC CCA GCC ATG GGC CTG 611 

RASRNCSRTENAVCGCSPGH125 
CGC GCG AGC CGG AAC TGC TCC AGG ACA GAG AAC GCC GTG TGT GGC TGC AGC CCA GGC CAC 671 

^^^VQDGDHCAACRAYATSS145 
TTC TGC ATC GTC CAG GAC GGG GAC CAC TGC GCC GCG TGC CGC GCT TAC GCC ACC TCC AGC 731 

^GQ^^VQKGGTESQDTLCQNC165 
CCG GGC CAG AGG GTG CAG AAG GGA GGC ACC GAG AGT CAG GAC ACC CTG TGT CAG AAC TGC 791 

^^GTFSPNGTLEECQHQTNR185 
CCC CCG GGG ACC TTC TCT CCC AAT GGG ACC CTG GAG GAA TGT CAG CAC CAG ACC AAC CGA 851 

AWKSQTDL* -,94 
GCT TGG AAA AGT CAG ACA GAC CTC TGA 878 

GGTCTCATCCTGGAGCTGCCACCAGCCCAGCCTCCCTGGGACCTGTCTTC ACTGCCTGGGGCCCTGGGAGCCAGGGAGG 957 

CTCCCTGAGGCTGAGTGAAC ACTGGGCGCTGCACCTGCCTCTCCCACGTCCTCGGCCCCACTCCCGCAGGTGCAGCTGG 1036 

CTGGTGACGAAGGCCGGAGCTGGGACCAGCAGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTCA 1115 

TTGTTTGCTCCACAGTTGGCCTAATCATATGTGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCTC 1194 

CATCCAGCGGAAAAGACAGGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACG 1273 

GTGGCCGTGGAGGAGACAATACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCC 1352 

AGAGATACCTGGAGCGACGGCTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCC 1431 

GCCCTGGGCTGGCTTCCGTCTCCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGC 1510 

CATTCCCATGGGCCAGTGAGGGCCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCC 1589 

AGTTGCCCCTCGCTCACAGACCACACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCG 1668 

CGTCTGACTCTTGTGGCCTCAGC AGGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTG 1747 

TGGTGTTTAGTGGATACCACATCGGAAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGTCATGA 1826 

AACAGTGTATTTGGGGAGATGCTGTGGGAGGATGTAAATATCTTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAAAAAAA 1905 

AAAAAAAAAAAAAAAAAAAAAAAA ^^29 

Figure 1 




Figure 2 



Input file T198SHVEM2; Output File T198sHVEM2 .pat 
Sequence length 1596 

GTCGACCCACGCGTCCGGATGAAGGACCGCAGCAATGGCGCTGAGTTCCTCTGCTGGAGTTCATCCTGCTAGCTGGGTT 79 

MEPPGDWGPPPWR 
CCCGAGCTGCCGGTCTGAGCCTGAGGC ATG GAG CCT CCT GGA GAC TGG GGG CCT CCT CCC TGG AGA 145 

STPRTDVLRLVLYLTFLGAP 33 
TCC ACC CCC AGA ACC GAC GTC TTG AGG CTG GTG CTG TAT CTC ACC TTT CTG GGA GCC CCC 205 

CYAPALPSCKEDEYPVGSEC 5-? 
TGC TAC GCC CCA GCT CTG CCG TCC TGC AAG GAG GAC GAG TAC CCA GTG GGC TCC GAG TGC 265 

^PKCSPGYRVKEACGELTGT 73 
TGC CCC AAG TGC AGT CCA GGT TAT CGT GTG AAG GAG GCC TGC GGG GAG CTG ACG GGC ACA 325 

^^^PCPPGTYIAHLNGLSKC 93 
GTG TGT GAA CCC TGC CCT CCA GGC ACC TAC ATT GCC CAC CTC AAT GGC CTA AGC AAG TGT 385 

^QCQMCDPAMGLRASRNCSR113 
CTG CAG TGC CAA ATG TGT GAC CCA GCC ATG GGC CTG CGC GCG AGC CGG AAC TGC TCC AGG 445 

'^^^^VCGCSPGHFCIVODGD133 
ACA GAG AAC GCC GTG TGT GGC TGC AGC CCA GGC CAC TTC TGC ATC GTC CAG GAC GGG GAC 505 

HCAACRAYATSSPGORVOKPIS-? 
CAC TGC GCC GCG TGC CGC GCT TAC GCC ACC TCC AGC CCG GGC CAG AGG GTG CAG AAG GGA 555 

GTESQDTLCQNCPPGTFSPN173 
GGC ACC GAG AGT CAG GAC ACC CTG TGT CAG AAC TGC CCC CCG GGG ACC TTC TCT CCC AAT 625 

GTLEECQHQTNWPNHMCEKKTq3 
GGG ACC CTG GAG GAA TGT CAG CAC CAG ACC AAT TGG CCT AAT CAT ATG TGT GAA AAG AAG 685 

K A K G * 
AAA GCC AAG GGG TGA 

GCACACGGCGGCCCCATCAGGGCTCATGTCCCCAGCCGTCACCTCTTGGAGCTCTGTCACCCCAAGCCTGGGAGGTGGC 779 
CCCAGAGCTTTTCCAGGATCCGCGGCTCCTCCCAGGGCAGCCACTGCAGGCTGGGGCAGGTGATGTAGTCAAGGTGATC 858 
GTCTCCATCCAGCGGAAAAGACAGGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCA 937 
CCACGGTGGCCGTGGAGGAGACAATACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCG 
ACGCCAGAGATACCTGGAGCGACGGCTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGG 
GCTCCGCCCTGGGCTGGCTTCCGTCTCCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCC 
CGTGCCATTCCCATGGGCCAGTGAGGGCCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGG 
GCGCCAGTTGCCCCTCGCTCACAGACCACACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTG. 
CTGCGCGTCTGACTCTTGTGGCCTCAGCAGGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTCGACTGGGTTGGCTG 1411 
CAGTGTGGTGTTTAGTGGATACCACATCGGAAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGT 1490 

CATGAAACAGTGTATTTGGGGAGATGCTGTGGGAGGATGTAAATATCTTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAA 1569 

AAAAAAAAAAAAAAAAAAAAAAAAAAA , 

1596 



:CCG 1016 
1095 
:a 1174 
!A 1253 
!T 1332 



Figure 3 
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Input file SHVEM3; Output File sHVEMS.pat 
Sequence length 2313 



GTCGACCCACGCGTCCGGCTGAGTTCCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCT 79 

HEPPGDWGPPPWRSTPRT 18 
GAGGC ATG GAG CCT CCT GGA GAC TGG GGG CCT CCT CCC TGG AGA TCC ACC CCC AGA ACC 138 

DVSRLVLYLTFLGAPCYAPA 38 
GAC GTC TCG AGG CTG GTG CTG TAT CTC ACC TTC CTG GGA GCC CCC TGC TAC GCC CCA GCT 198 

LPSCKEDEYPVGSECCPKCS 58 
CTG CCG TCC TGC AAG GAG GAC GAG TAC CCA GTG GGC TCC GAG TGC TGC CCC AAG TGC AGT 258 

PGYRVKEACGELTGTVCEPC 78 
CCA GGT TAT CGT GTG AAG GAG GCC TGC GGG GAG CTG ACG GGC ACA GTG TGT GAA CCC TGC 318 

PPGTYIAHLNGLSKC^LQCQM 98 
CCT CCA GGC ACC TAC ATT GCC CAC CTC AAT GGC CTA AGC AAG TGT CTG CAG TGC CAA ATG 378 

CDPAMGLRASRNCSRTENAV118 
TGT GAC CCA GCC ATG GGC CTG CGC GCG AGC CGG AAC TGC TCC AGG ACA GAG AAC GCC GTG 438 

CGCSPGHFCIVQDGDHCAAC138 
TGT GGC TGC AGC CCA GGC CAC TTC TGC ATC GTC CAG GAC GGG GAC CAC TGC GCC GCG TGC 498 

RAYATSSPGQRVQKGGTESQ158 
CGC GCT TAC GCC ACC TCC AGC CCG GGC CAG AGG GTG CAG AAG GGA GGC ACC GAG AGT CAG 558 

^'^^CQNCPPGTFSPNGTLEE178 
GAC ACC CTG TGT CAG AAC TGC CCC CCG GGG ACC TTC TCT CCC AAT GGG ACC CTG GAG GAA 618 



CQHQTKKA* 



187 



TGT CAG CAC CAG ACC AAA AAG GCT TGA 645 

AGGTCCCACCCTGAGCGGCACCCTGGTCACATGCCTGCGTCCAGGAGAGCTGCAGGGCTGAAGCCTGTGTGCCCCAGAT 724 

AACCCCTTCCATGGGCCCAGACAAAGCCTCATCAGATCTGAGCTTCCTGGAGGCTCAGGATGGGCCTTCCCAGAAGCAG 803 

GCCCAGAGGGAGGCTGCCTCCAGATCCCCTGTCCCCTGGGGCTGTGGGTGTCCCTGAATGTCAGGGCCATGGGAGGGCC 882 

CCTGGGCTTCAGGGGTTGGGGAAAGTGAACACTCTGCTCTTTGTCCACCTTCGGGAGGACACCTTCAAATGCTGACCCT 961 

GGGCCCCTAACTGACCTGAGACTTCAGAGCTTCTTGGGAGGAGCTGGGGTCCCCCAGCGGAGCCTGGGATGGAGCAGGG 1040 

ATGGCTGCCCCAGGGAGGGGGCGGTGGGGCCTTCCATCCTGCTCTGCCCTCCTCGTCCTCTGGCCCCAGCTCAGTCCTG 1119 

TCCATCTCCAGCtCTAACCATTTTTGTCCCGACACTGGCTCTCCCTCTACCTTCTGTCCTTGTCTGCCACTGGTCTCCC 1198 

GTGCTCTGGGGTCTCTGCACTGCTGGCTGCCTCCCGCTTCTCTCCCCTCTCCCTCTGCCGTCCTGTCTCCTTTGCCCAG 1277 

TCTCTCCTTGTTTCTCTTCTCCTCCTTCCTTCTCTCCACCTCCCCATAGCCGAGCTTGGAAAAGTCAGACAGACCTCTG 1356 

AGGTCTCATCCTGGAGCTGCCACCAGCCCAGCCTCCCTGGGACCTGTCTTCACTGCCTGGGGCCCTGGGAGCCAGGGAG 1435 

GCTCCCTGAGGCTGAGTGAACACTGGGCGCTGCACCTGCCTCTCCCACGTCCTCGGCCCCACTCCCGCAGGTGCAGCTG 1514 

GCTGGTGACGAAGGCCGGAGCTGGGACCAGCAGCTCCCACTGGGTATGGTGGTTTCTCTCAGGGAGCCTCGTCATCGTC 1593 

ATTGTTTGCTCCACAGTTGGCCTAATCATATGTGTGAAAAGAAGAAAGCCAAGGGGTGATGTAGTCAAGGTGATCGTCT 1672 

CCGTCCAGCGGAAAAGACAGGAGGCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCAC 1751 

GGTGGCCGTGGAGGAGACAATACCCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGC 1830 

CAGAGATACCTGGAGCGACGGCTGCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTC 1909 

CGCCCTGGGCTGGCTTCCGTCTCCTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTG 1988 

CCATTCCCATGGGCCAGTGAGGGCCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGC 2067 

CAGTTGCCCCTCGCTCACAGACCACACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGC 2146 

GCGTCTGACTCTTGTGGCCTCAGCAGGACAGGCCCCGGGC ACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGT 2225 

GTGGTGTTTAGTGGATACCACATCGGAAGTGATTTTCTAAATTGGATTTGAATTCGGAAAAAAAAAAAAAAAAAAAAAG 2304 

GGCGGCCGC ^313 



Figure 5 



PF0002pF0e020 PF00020 




2^ 



I I I f I , I , , I I I , , 
41 81 121 161 



Figure 6 



GTCGACCCACGCGTCCGCACAGCCGCAGCAATGGCGCTGAGTTCCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCG 79 

MEPPGDWGPPPWRS 14 
AGCTGCCGGTCTGAGCCTGAGGC ATG GAG OCT CCT GGA GAG TGG GGG CCT CCT CCC TGG AGA, TCC 144 

TPRTDVLRLVLYLTFLGAPC ^'"34 
ACC CCC AGA ACC GAC GTC TTG AGG CTG GTG CTG TAT CTC ACC TTC CTG GGA GCC CCC TGC 204 

YAPALPSCKEDEYPVGSECC 54 
TAG GCC CCA GCT CTG CCG TCC TGC AAG GAG GAC GAG TAG CCA GTG GGC TCC GAG TGC TGC 264 

^^^CSPGYRVKEACGELTGTV 74 
CCC AAG TGC AGT CCA GGT TAT CGT GTG AAG GAG GCC TGC GGG GAG CTG ACG GGC ACA GTG 324 

^E^'CPPGTYIAHLNGLSKCL 94 
TGT GAA CCC TGC CCT CCA GGC ACC TAC ATT GCC CAC CTC AAT GGC CTA AGC AAG TGT CTG 384 

QCQMCDPAMGLRASRNCSRT114 
CAG TGC CAA ATG TGT GAC CCA GCC ATG GGC CTG CGC GCG AGC CGG AAC TGC TCC AGG ACA 444 

^^^VCGCSPGHFCIVQDGDH134 
GAG AAC GCC GTG TGT GGC TGC AGC CCA GGC CAC TTC TGC ATC GTC CAG GAC GGG GAC CAC 504 

^^^CI^AYATSSPGQRVQKGG154 
TGC GCC GCG TGC CGC GCT TAC GCC ACC TCC AGC CCG GGC CAG AGG GTG CAG AAG GGA GGC 564 

TESQDTLCQMCPPGTFSPNG174 
ACC GAG AGT CAG GAC ACC CTG TGT CAG AAC TGC CCC CCG GGG ACC TTC TCT CCC AAT GGG 624 



■^LEECQHQTKCSWL 



V T K A G A 194 

684 



ACC CTG GAG GAA TGT CAG CAC CAG ACC AAG TGC AGC TGG CTG GTG ACG AAG GCC GGA GCT 

^'^SSSHWVWWFLSGSLVIVI214 
GGG ACC AGC AGC TCC CAC TGG GTA TGG TGG TTT CTC TCA GGG AGC CTC GTC ATC GTC ATT 744 

^CSTVGLIICVKRRKPRGDV234 
GTT TGC TCC ACA GTT GGC CTA ATC ATA TGT GTG AAA AGA AGA AAG CCA AGG GGT GAT GTA 804 

^^V^VSVQVLILLPLSLPPP254 
GTC AAG GTG ATC GTC TCC GTC CAG GTA TTG ATC CTC CTC CCC CTC TCC CTC CCC CCT CCA 864 

^^^^PSPRWGWCFWCTWWGL274 
CCT TCC CAC CTC CCC TCT CCC CGC TGG GGC TGG TGT TTC TGG TGT ACA TGG TGG GGG CTC 924 



P V L * 
CCA GTT CTC TGA 



278 
936 



GGGTCCTGAGTCTTTCAAGTACAGCCACGGTAGCTCAGGAAAGAACCCACCCCCTCAAACTGAAAGCAGTAAAATGAAC 1015 

CCGAGAACCTGGAGTCCCAGGGGGGCCTGAGCAGGCAGGGTCTCCACGATTCGTGTGCTCACAGCGGAAAAGACAGGAG 1094 

GCAGAAGGTGAGGCCACAGTCATTGAGGCCCTGCAGGCCCCTCCGGACGTCACCACGGTGGCCGTGGAGGAGACAATAC 1173 

CCTCATTCACGGGGAGGAGCCCAAACCACTGACCCACAGACTCTGCACCCCGACGCCAGAGATACCTGGAGCGACGGCT 1252 

GCTGAAAGAGGCTGTCCACCTGGCGAAACCACCGGAGCCCGGAGGCTTGGGGGCTCCGCCCTGGGCTGGCTTCCGTCTC 1331 

CTCCAGTGGAGGGAGAGGTGGGGCCCCTGCTGGGGTAGAGCTGGGGACGCCACGTGCCATTCCCATGGGCCAGTGAGGG 1410 

CCTGGGGCCTCTGTTCTGCTGTGGCCTGAGCTCCCCAGAGTCCTGAGGAGGAGCGCCAGTTGCCCCTCGCTCACAGACC 1489 

ACACACCCAGCCCTCCTGGGCCAGCCCAGAGGGCCCTTCAGACCCCAGCTGTCTGCGCGTCTGACTCTTGTGGCCTCAG 1568 

CAGGACAGGCCCCGGGCACTGCCTCACAGCCAAGGCTGGACTGGGTTGGCTGCAGTGTGGTGTTTAGTGGATACCACAT 1647 

CGGAAGTGATTTTCTAAATTGGATTTGAATTCGGCTCCTGTTTTCTATTTGTCATGAAACAGTGTATTTGGGGAGATGC 1726 

TGTGGGAGGATGTAAATATCTTGTTTCTCCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 1805 

AAAAAAAAAAAAAAAAAAAGGGCGGCCGC 2834 
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sHVEM_l_n . a . 
sHVEM_2__n . a . 
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mHVEM pub . 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3_n . a . 
inHVEM_2_n . a . 
mHVEM pub. n.a. 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3_n . a . 
inHVEM_2_n - a . 
mHVEM pub._ 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3_n.a. 
iTiHVEM_2_n . a . 
mHVEM pub. n.a. 



sHVEM_l_n.a. 
sHVEM_2_n.a. 
sHVEM_3_n.a. 
inHVEM_2_n . a . 
mHVEM. pub. ^n.a. 



sHVEM_l_n.a. 
sHVEM_2_n.a- 
sHVEM_3_n.a. 
itiHVEM__2_n.a. 
mHVEM pub . n . a . 



^ ^ 80 

--GTCG-ACCCACGCGTCCGCTCGGCTTTGCCTGGACAGCTCCTGCCTCCCGCAGGGCCCACCTGTGTCCcdCAGCGCCG 

— 'GTCG-ACCCACGCGTCC GG ATG A 

— GTCG- ACCCACGCGTCC 

-~GTCG-ACCCACGCGTCC GC AC - - - 

CCTTCATACCGGCCCTTCCCCTCGGCTTTGCCTGGACAGCTCCTGCCTCCCGCAGGGCCCACCTGTGTCCCCCAGCGCCG 



81 



160 



CTCCACCCAGCAGGCCTGAGCCCCTCTCTGCTGCCAGACACCCCCTGCTGCCCACTCTCCTGCTGCTCGGGTTCTGAGGC 

AGGA 

G 

AG 

CTCCACCCAGCAGGCCTGAGCCCCTCTCTGCTGCCAGACACCCCCTGCTGCCCACTCTCCTGCTGCTCGGGTTCTGAGGC 



161 



240 



ACAGCTTGTCACACCGAGGCGGATTCTCTTTCTCTTTCTCTTTCTCTTCTGGCCCACAGCCGCAGCAATGGCGCTGAGTT 
mil CCGCAGCAATGGCGCTGAGTT 

"~ GCTGAGTT 

« CCGCAGCAATGGCGCTGAGTT 
ACAGCTTGTCACACCGAGGCGGATTCTCTTTCTCTTTCT CTTCTGGCCCACAGCCGCAGCAATGGCGCTGAGTT 



241 



320 



CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 
CCTCTGCTGGAGTTCATCCTGCTAGCTGGGTTCCCGAGCTGCCGGTCTGAGCCTGAGGCATGGAGCCTCCTGGAGACTGG 



321 



400 



GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTTCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTCGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 
GGGCCTCCTCCCTGGAGATCCACCCCCAGAACCGACGTCTTGAGGCTGGTGCTGTATCTCACCTTCCTGGGAGCCCCCTG 



401 



480 



CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 
CTACGCCCCAGCTCTGCCGTCCTGCAAGGAGGACGAGTACCCAGTGGGCTCCGAGTGCTGCCCCAAGTGCAGTCCAGGTT 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3__n . a . 
inHVEM_2_n . a . 
mHVEM_pub . . a . 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM„3_n.a. 
mHVSM__2_n.a. 
mflVEM pub. ^n.a. 



sHVEM_l_n.a. 
sHVEM_2_n . a . 
sHVEM_3_n . a . 
mHVEM_2_n . a . 
xnHVEM pub. n.a. 



sHVEM_l_n . a . 
sHVEM_2_n . a . 
sHVEM_3_n . a . 
mHVEM_2„n . a . 
mHVEM_pTab. n.a. 



481 



560 



ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 
ATCGTGTGAAGGAGGCCTGCGGGGAGCTGACGGGCACAGTGTGTGAACCCTGCCCTCCAGGCACCTACATTGCCCACCTC 



561 



640 



AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCGTGCGCGCGAGCCGGAACTGCTCCAGGAC 
AATGGCCTAAGCAAGTGTCTGCAGTGCCAAATGTGTGACCCAGCCATGGGCCTGCGCGCGAGCCGGAACTGCTCCAGGAC 



641 



720 



AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 
AGAGAACGCCGTGTGTGGCTGCAGCCCAGGCCACTTCTGCATCGTCCAGGACGGGGACCACTGCGCCGCGTGCCGCGCTT 



721 



800 



ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 

ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 
ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 
ACGCCACCTCCAGCCCGGGCCAGAGGGTGCAGAAGGGAGGCACCGAGAGTCAGGACACCCTGTGTCAGAACTGCCCCCCG 



Figure 9A 
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801 " 880 

GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAAC 

GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAA 

GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAAAAAGGCTTGAAGGTCCCACCCTGAGCGGCA 

GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAA 

GGGACCTTCTCTCCCAATGGGACCCTGGAGGAATGTCAGCACCAGACCAA 

960 

CCCTGGTCACATGCCTGCGTCCAGGAGAGCTGCAGGGCTGAAGCCTGTGTGCCCCAGATAACCCCTTCCATGGGCCCAGA 

1040 

CAAAGCCTCATCAGATCTGAGCTTCCTGGAGGCTCAGGATGGGCCTTCCCAGAAGCAGGCCCAGAGGGAGGCTGCCTCCA 

^^^1 1120 
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